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How can the public become more actively 
engaged in building better maps of disease? 
New roles for citizens and patients in building 

disease models and encouraging sharing 
Leaders: Lara Mangravite & Sharon Terry

Where are the best disease models? Who is 
building them? What are the next directions?

Leaders: Jonathan Derry & Eric Schadt

What really is the Federation? How has it 
worked? How do you plan to expand it?

Leaders: Justin Guinney & Andrea Califano

Moving away from current practices of 
collaboration: Draft key documents that can 

allow unlocking of currently unaccessible data 
sources

Leaders: John Wilbanks, Robert Cook-
Deegan, Jonathan Izant

What is the computational platform you are 
building? What is needed next? How can I 

help build it and how can I use it? What can I 
do to help the platform serve its best role for 

the community?
Leaders: Mike Kellen & Martin Morgan

2011 Sage Bionetworks Commons Congress Participants and Community of Interest Workgroups (13 April 2011) 
A. Engaged Public B. Map Building C. Federation D. Enabling Sharing E. Compute Platform


